celebrated its 50th face-to-face meeting in Canberra, in November 2016 ( Figure 1 ). This meeting involved reflection on past achievements, but as always was a working meeting, with Australian and international experts present to discuss current challenges faced by OzFoodNet and to assist in planning for its future.
The nature of foodborne disease surveillance and outbreak investigation in Australia has changed radically in the last four years.
In 2013, a number of diagnostic laboratories began implementing culture independent diagnostic testing (CIDT) in the form of multiplex polymerase chain reaction (PCR) tests that target up to 10 enteric pathogens per test. These PCR tests are typically more sensitive than traditional culture as they detect not only viable organisms but also the nucleic acid of organisms that may not have been able to be cultured by traditional culture methods. This provides potential benefits for the clinician by providing a more rapid diagnosis and has also increased notifications of enteric pathogens due to increased sensitivity. However, these PCR tests do not allow for further characterisation of pathogens, which OzFoodNet epidemiologists rely on to detect clusters and investigate potential outbreaks, and preclude antimicrobial sensitivity testing.
A challenge described during OzFoodNet's first decade was the diversity of subtyping methods available for Salmonella Typhimurium, which made the detection and investigation of multijurisdictional outbreaks (MJO) very difficult 1 . Multiple-locus variable number tandem repeat analysis (MLVA) is now established nationally and there is standardised methodology and nomenclature across the country that assists in rapid cluster detection.
However, this technique is not readily comparable internationally, which in the context of an increasingly complex global food chain is problematic. Additionally, whole genome sequencing (WGS) for foodborne pathogens has emerged rapidly in Australia and will soon render MLVA and other routine subtyping methods obsolete.
Culture independent diagnostic testing CIDT was a major theme discussed at the 50th OzFoodNet face-toface meeting. There has been a 59% increase in notifications of the In Focus
31% of salmonellosis notifications (5663/18 073) being made this
way. This is of great benefit to public health but may not be economically viable for laboratories in the long term.
Whole genome sequencing
OzFoodNet has performed enhanced surveillance on all notified cases of invasive listeriosis nationally since 2010 through its
National Enhanced Listeriosis Surveillance System (NELSS). All
Listeria monocytogenes isolates from these cases were subtyped using pulsed field gel electrophoresis (PFGE) performed at the In Focus the surveillance systems that need to be developed has led to scientists and epidemiologists collaborating more closely together than ever before.
Whole genome sequencing in recent multijurisdictional outbreak investigations
Each year OzFoodNet typically investigates several clusters and outbreaks that cross state and territory or international borders.
When OzFoodNet deems an outbreak to be of significant size, complexity, or severity to warrant a coordinated national epide- reported human infections as a result of these outbreaks. Three
MJOIs were being conducted concurrently between the months of February to May and June to August, testing the resilience of the network. WGS was very valuable in precisely defining the outbreak cases and separating them from background cases, which has been difficult for less prevalent serovars in the past. The WGS definitively linked cases to a source food that was essential for foods that may be frequently eaten but cases commonly are unable to recall specific brands, such as bagged salad, or foods used as a garnish that cases may not remember eating at all, like mung bean sprouts (Table 1) . 
